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Hologenomic grant proposal
Length: 10,000-15,000 characters (3-4 pages)
Submission: May 9th, 2025



Hologenomics 
● Background: ca. 3000 chr.
● Hypothesis and objectives: ca. 1000 chr.
● Methodology: ca. 2000 chr.
● Work plan: ca. 2000 chr.
● Impact: ca. 1000 chr.
● References: ca. 15-20



Hologenomics 
Background
● Start from the big picture and narrow down to the 

study questions
● Provide enough information to contextualise the 

hypotheses and objectives
● Avoid cluttering information that does not 

contribute to the application



Hologenomics 
Hypotheses and objectives
● Ensure the background information to understand 

the hypotheses are provided in the background
● Ensure hypotheses are addressable with the 

proposed methodology and study design



Hologenomics 
Methodology
● Study system
● Experimental / field work to produce samples
● Laboratory
● Bioinformatics
● Statistics



Hologenomics 
Work plan
● How is the project going to be structured?
● How long will it take for each task or work 

package to be accomplished?
● Who is going to conduct each task?



Hologenomics 
Impact
● What is the scientific impact of your research?

○ How will it contribute to the community?
○ How will it change your field?

● What is the societal impact of your expected 
results?
○ Environment, sustainability, biodiversity…



Hologenomics 
References
● Use databases
● Proritise peer-reviewed articles
● Use a reference manager like Mendeley



Hologenomics 
Assignment

Hologenomic grant proposal
Length: 10,000-15,000 characters (3-4 pages)
Submission: May 9th, 2025, through this form:

https://airtable.com/appi3wfndMqVyksv3/pag6S4jLcyzVV79BP/form
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Flagellum
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Kufer et al. 2007
Current Opinion in Microbiology

Toll-like 
receptors (TLR)

Nod-like
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Hologenomics 

Microbes

MAMPs
LPS, SCFA…

Receptors
TLR, NLR, GPCR…

Response
AMP, IgA…
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P = G x MG x E
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P = G x MG x E
Interactions
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www.earthhologenome.org
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In vitro
experimentation
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considerations
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Study designBatch effects
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Aizpurua et al. 2023
Critical Reviews in Biotechnology

Study designAbsence of biological replicates
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Host 
genomes

● Contig

● Scaffold

● Chromosome

● Complete
Reference
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Genome resolved metagenomics

Bacteria 1 Bacteria 2 Host Virus
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Genome resolved metagenomics
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Genome resolved metagenomics

Completeness
Percentage of single-copy 
core genes present

Contamination/
redundance
Excess of single-copy core 
genes present
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Aizpurua et al. 2025
Molecular Ecology
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Genome resolved metagenomics



Hologenomics 

● Which bacteria are there?

● At which proportions are they?

● Which functional capacities do they carry?

Genome resolved metagenomics
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Univariate vs multivariate 
modelling

value = var1 + var2
matrix = var1 + var2
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Univariate vs multivariate 
modelling

value = var1 value = var1 + var2
matrix = var1 matrix = var1 + var2

univariable multivariable
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Univariate vs multivariate 
modelling

alpha diversity = var1 + var2
beta diversity = var1 + var2
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Hologenomics 

Multiple samples
> Multiple bacteria

> Multiple functions

Univariate vs multivariate 
modelling
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